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Bioinformatics Day @ DAIS

10.30
Rocco Tripodi, Sebastiano Vascon 
Ca’ Foscari University of Venice - Italy
The Game of Protein Function Prediction

11.10
Mercè Llabrés Segura   
UIB - University of the Balearic Islands - Spain
Alignment of Protein-Protein Interaction Networks 

12.00
Antinisca di Marco 
University of l’Aquila - Italy
A bioinformatic approach to predict the Influence 
of multiple conjoint mirnAs on caNcer diseAse: 
the DIANA project

12.40 
lunch break

14.00
Achille Giacometti
Ca’ Foscari University of Venice - Italy
Biological membranes, Proteins and DNA in a New 
World. Can they exist in a non-polar solvent?

14.40
Monika Heiner 
Brandenburg University of Technology - Germany
Model-driven design for Synthetic Systems Biology

15.20 
Gianluca Erboso, Alberto Meggiato
Ca’ Foscari University of Venice - Italy
Comparison of metabolic networks: a two-level 
approach

16.00
Discussion and conclusion
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